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SEMINAR STRUCTURE

A 40-minute scientific talk followed by a 15-minute Q&A session.

MEET THE SPEAKER

After the seminar, the speaker will devote 30 additional minutes to an interactive

informal discussion with the students revolving around personal career matters.

The conversation will be chaired by 2 CMB-B2F2 PhD students.



NEW CMB SEMINAR

6 July 2022, 11:00 a.m.
DR. ERIKA FERNANDEZ-VIZARRA

University of Padua
Cooperative Assembly of the Mitochondrial Respiratory Chain

Link to speaker’s Ppage: https://www.gla.ac.uk/researchinstitutes/biology/
spotlight/erikafernandez-vizarra/

Abstract

The deep understanding of the adaptation of the mitochondrial respiratory chain
(MRC) activity to different metabolic settings, as well as the consequences of
MRC dysfunction as the underlying cause of disease, relies on the availability of
a well-grounded model of MRC biogenesis. The lack of a consistent framework
to explain the modes and mechanisms governing the assembly of the MRC
complexes and supercomplexes works against progress in the field. The
“plasticity model” was postulated as an attempt to explain the observation that
the mammalian MRC complexes co-exist as individual entities and
supercomplex species. However, the many consistent data accumulated
throughout the years question the universal validity of the “plasticity model” as
originally proposed. Instead, a “cooperative assembly model” appears to
provide a much better explanation to the phenomena observed when studying

MRC biogenesis in physiological and pathological settings.
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Biodata

Erika Fernandez-Vizarra obtained her PhD from the University of Zaragoza,
Spain, in 2005. During her doctorate she studied the mechanisms regulating
mitochondrial DNA expression and MRC biogenesis in different cell types and
tissues, under the supervision of Patricio Fernandez and Julio Montoya. After, she
joined Massimo Zeviani’'s laboratory at the Istituto Neurologico “C. Besta” in
Milan, Italy, working in the identification and characterization of nuclear genes
involved in mitochondrial disease. There, she identified a number of genes
encoding factors necessary for the correct biogenesis of the MRC, with a particular
interest in complex III assembly factors. In 2008 she went back to the University of
Zaragoza working with José Antonio Enriquez on the assembly of complexes I
and III and the supercomplexes. Then, in 2010, she established the Mitochondrial
Pathology laboratory at the Research Unit at the “Miguel Servet” University
Hospital and the Health Sciences Institute of Aragon in 2010. There, she carried
out research studying mechanisms and factors governing the assembly of
complex III in health and disease. In 2013 she moved to the Mitochondrial Biology
Unit of the Medical Research Council and University of Cambridge in the UK. As
a Senior Scientist in the Mitochondrial Medicine group, she continued working on
unravelling the role of disease genes as biogenetical factors of complexes I, III and
IV, as well as applying and optimizing SILAC-based proteomic techniques that
have proven useful for the characterization of MRC assembly. From June 2020 to
September 2021, she spent some time in Kostas Tokatlidis” lab learning about
redox regulation of mitochondrial biogenesis and mitochondrial reactive oxygen
species formation. From October 2021 she is a Researcher at the Veneto Institute of
Molecular Medicine and the Department of Biomedical Sciences at the University
of Padova, Italy. There she is establishing research lines aimed at understanding
the mechanisms regulating MRC biogenesis and its disturbances in mitochondrial
disease, as well as the tissue-specific metabolic consequences of these alterations.



